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In the specification: 

Please replace Table 1 at page 9 of the specification with the following amended Table 1: 

Table I 

Positions in the RSL which can be changed 



POSITION IN THE REACTIVE SITE LOOP 
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Amino acid sequence of P4-P3' residues in RSL (Reactive Serpin Loop) corresponding to potential 
substrate peptide 

Blank spaces indicate that there is no modification needed in order to obtain substrate specificity to hK2. 



Please replace Table IV at page 9 of the specification with the following amended Table IV: 



Table IV 



Alignment of RSL (Reactive Serpin Loop) of recombinant serpin al-antichymotrypsin (ACT) 
and its variants. 



Serpin Selected 1 P6 P5 P4 P3 P2 PI P'l P'2 P'3 P'4 P>5 P'6 SEQ 
Substrate ID NO 
Peptide 
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a Substrate peptides selected by kallikrein hK2 using a phage-displayed random pentapeptide library . 
Plain type residues are common to rACTwr, bold and underlined residues correspond to substrate peptides relocated 
in RSL of ACT variants. The scissile bond by hK2 in substrate peptides is designated by i and putative cleavage site 
in serpins is marked by asterisks between the Pl-Pl ' residues. 



